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LOOKING BACK: WHAT HAS This year's Database Issue of Nucleic Acids Research contains 152 papers
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REQUIREMENT, BUT ...

——— ' SCHRODINGER'S DATABASE IS

OPEN

HOW MANY OF THESE DATA ARE TRULY REUSABLE?
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http://www.ncats.nih.gov/translator
http://www.monarchinitative.org/
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Request for Community partnership in data resource
licensing planning

04.05.2017
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VIEWS downloads citations

15 by Melissa Haendel, Chris Mungall, Andrew Su, Pster Robinson, Chris Chute, Russ B

Altman, Philip R.O. Payne, Mark Lawler, Tudor |. Oprea, John Willbanks, Subha Srinivasan, Lawrence
Hunter, ida Sim, Ssan McDonald, Sean Mooney, Damian Smediey, Emma Ganley, Amys

Kenall, Timothy Ciark, Carole G Michel Dumontier, Kristi Holmes, Mark Diekans, Adrienne

Zell, Casey Overby, Gustavo Glusman, Leigh Carmody, Guogian Jiang, Monica Munos-Torres, Maureer
Hoatlin, Jeremy Goecks, Victor Jon Joshua Bittker, Jean-Philippe Gourdine, Matthew H
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Brush, Richard L. Zhu, Lara Mangravite, Brett Tyler, Mark D Wilkinson, Michael R, Cru ]

Mazumder, Nicholas P. Tatonetti, Peter D'Eustachio, Nicole Vasilevsky, Jube McMurry, Robin Champieux
+ Bivinformatics

Computational Biology
We write an open letter to the NIH Data Research Council to initiate a dialog regarding Computational Biology
NIH decisions on data use agreements and licenses. We are members of NIH-funded Evolutionary Biology
research groups that collect and/or integrate biomedical data from diverse sources for Genelics
the purpose of advancing diagnosis, prognosis, treatment selection, and mechanistic + Genomics
discovery. + Medicine

Syslems Biology

bit.ly/open-letter-licensing
Additional signatories welcome
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% (Re)usable Data Project Leam more ~ Evaluation ~ About Contact Site search

The (Re)usable Data Project

Inspired by the efforts of scientists around the world and the game-changing efforts of projects like the Creative
Commons, the Wikipedia Foundation, and the Free Software movement, we hope to engage the larger
community in an open and fruitful discussion on issues concerning the use and reuse of scientific data, including
the balance of openness and how to make ends meet in an increasingly competitive environment.

If you would like to join our efforts to highlight the use and reuse of data in the sciences, please feel free to
contact us on our tracker or create a pull request against our repository.

Curate, evaluate, and provide guidance on
legal and effective data reuse and
redistnibuticn
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CRITERION A:
CLARITY

38% RECEIVE FULL STAR

Non Standard license

d/24 (10/24)

Multiple licenses (3/24)
Missing license é2/24
4

ontowonka




CRITERION B:

COMPREHENSIVE & FRIGTIONLESS
98% RECEIVE FULL STAR

Reuse terms not clear 5/24
Doesn't apply to all data 4/24
14/24 Can'’t obtain singly licensed slice 2/24
Auto-fail due to missing/multiple license 3/2¢

'@ontowonka




CRITERION C:

DATA IS ACCESSIBLE
92% REGEIVE FULL STAR

22/24 No “reasonable good-faith
location” or single action 2/24

'@ontowonka



CRITERION D:

FEW RESTRICTIONS ON TYPES OF
REUSE: 29% REGEIVE FULL STAR

£
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Restrictive but allows academic use
7124 2/24

Restrictive, no academic provisions
12/24




CRITERION E:

FEW RESTRIGTIONS ON TYPES OF
USER: 32% RECEIVE FULL STAR

@

Restrictive but allows academic use 2/24
Restrictive, no academic provisions 10/24
7124 Auto-fail due to missing/multiple license
3/24
'@ontowonka




BALANCE OF, QUALITY,
SUSTAINABILITY, AND
All REUSABILITY

- )
y@ontowonka



OPEN DATA IS FRIR-TLC  oi/fairtic
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December 15, 2016 | Report | Open Access

Metrics to Assess Value of Biomedical Digital
Repositories: Response to RFI NOT-OD-16-133

Melissa Haendel; Andrew Su; Julie McMurry; et al

"Knowledge” is the collection of insights captured by experts, providing an explanatory framework for evaluating new
observations. A "knowledge base” makes it possible for that knowledge to be maximally impactful by rendering it findable
and computable. Maintaining databases that house scientific knowledge is far more cost-effective than rederiving that
knowledge experimentally. Moreover, knowledge bases provide efficiencies beyond those of basic science, they are
essential to pharmaceutical R&D and open drug discovery advances as weill. Nevertheless, not all databases can be
maintained at the same level of support, or for the same duration of time. Therefore, the evaluation and review of
biomedical data repositories should be mindful of quality, accessibility, and value of the database resources over time and
across the translational divide.

Why traditional metrics fall short, Traditional citation count and publication impact factors as a measure of success or
value are known to be inadequate to assess the usefulness of a resource. This is especially true for integrative resources
For example, almost everyone in biomedicine relies on PubMed, but almost no one ever cites or mentions it in their
publications. While the Nucleic Acids Research Database issues have increased citation of some databases, many still go
unpublished or uncited; even novel derivations of methodology, applications, and workflows from biomedical knowledge
bases are often "adapted” but never cited. There is a lack of citation best practices for widely used biomedical database

bltly/falr-tIC yf @ontowonka




Nominations due September 30, 2017

Researchparasite.org
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FAIR-TLC: LICENSURE

Not all data resources are free to use, derive, and
redistribute, even if publicly funded and publicly

available I Standar

standar

lidense
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http://peterdesmet.com/posts/analyzing-gbif-data-licenses.html
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FAIR-TLC EVALUATION OF THE
OPEN SCIENCE CANDIDATES
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OVERVIEW OF 22 DATABASES

vy 75 7 22 sources
2.7 out of 5 stars
5 star | 24%
4 star | 10%
3 star | 3%
2 star | | 14%
| star 24%
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